Figure S42a. Forest plot for Apolipoprotein E. GDM compared to controls.
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Figure S42b. Forest plot for Coagulation factor IX. GDM compared to controls.
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Figure S42c. Forest plot for Coagulation factor X. GDM compared to controls.

Shen, L., et al (22) 12wk

Zhao, D., et al (24)

Total (fixed effects) =

Total (random effects)

>
>

0.1 1 10
Estimate

Protein Study RoM 95%Cl P Weight )
Coagulation Shen, L, et al 22) 2410 1.000 to 5808 5452
factor X 12wk

Zhao, D, et al 24) 2620 1.000 to 6.865 4548

Total random effects) 2503  1.307 to 4.793 0.006 100.00
Heterogeneity 12-0.00, P -0.9001




Figure S42d. Forest plot for Coagulation factor XIl. GDM compared to controls.
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Figure S42e. Forest plot for Complement C1s subcomponent. GDM compared to controls.
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Figure S42f Forest plot for Insulin-like growth factor-binding protein 5. GDM compared to controls.
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Figure S42g. Forest plot for Serum amyloid P-component. GDM compared to controls.
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Figure S42h. Forest plot for Serum paraoxonasesarylesterase 1. GDM compared to controls.
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Figure S42i. Forest plot for C4b-binding protein alpha chain. GDM compared to controls.
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Figure S42j. Forest plot for Coagulation factor V. GDM compared to controls.
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Figure S42k. Forest plot for Complement component C6. GDM compared to controls.

Shen, L., et al (22) 12wk |- — -

Zhao, D., et al (24) - —

Total (fixed effects) =

Total (random effects) ~ ‘

I | III\H\I Il L L L Ll L \\l\HJI

0.01 0.1 1 10
Estimate

Protein Study RoM 95%Cl P Weight )
Complement Shen, L, et al 22) 0310 0.0961 to 1.000 4863
component C6 12wk

Zhao, D, et al 24) 0320 0.102to 1.000 51.37

Total random 0315 0139100713 0.006 100.00

effects)
Heterogeneity 12-0.00 %, P -0.9696




Figure S42I. Forest plot for Complement component C7. GDM compared to controls.
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Figure S42m. Forest plot for Complement component C8 beta chain. GDM compared to controls.
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Figure S42n. Forest plot for Complement component C8 gamma chain. GDM compared to controls.
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Figure S420. Forest plot for Complement component C9. GDM compared to controls.
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Figure S42p. Forest plot for Complement factor H. GDM compared to controls.

Shen, L., et al (22) 12wk |-

.

Zhao, D., et al (24) —

Total (random effects) —

Total (fixed effects) - ‘

0.1 1 10
Estimate
Protein Study RoM 95%Cl P Weight ()
Complement factorH  Shen, L, et al 220 0400 0.160 to 1.000 28.59
12wk
Zhao, D, et al 24) 0560 0314 to 1.000 7141
Total random 0509 0.312to 0.830 0.007 100.00
effects)

Heterogeneity 12-0.00 %, P -0.5431




Figure S42q. Forest plot for Endoplasmin. GDM compared to controls.
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Figure S42r. Forest plot for Gelsolin. GDM compared to controls.
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Figure S42s. Forest plot for Prothrombin. GDM compared to controls.
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